Table S2: Plasmids used in this study.

Plasmid | Description Source
pLC49 p863 (for gene disruption with FLP-NAT) (1)
pLC605 | CaTAR-FLP-NAT-tetO (2)
pLC763 | Ca-FLP-NAT-tetO This study
pLC963 | pV1393-1 (CaCas9/sgRNA entry expression vector, contains NatR (2)
gene, targeting NEUT5L)
pLC1237 | pUC19 Vector NEB (3)
pLC1251 | Ca-HIS3 (for gene disruption) This study
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